TIN—=R2 774 NVZDUMFERICEDH 3 EFDIERE

IZeHAR © 2011~20184F

MRER « BRY

7 IL—x> 2774 J)L X (Bluetongue virus, BTV) & (%?

e LRLATVANLARAILETAILRABIZET S
109 B D —A$HRNA (dsRNA) =4/ L& L THD
TRREORRIEILSTAILZRTFHERE NS
BMERTHIZXHHICE > TEEEIND
O FE LWEREEORBEYICTIL—% 0 (BIEER~
70%) %Rl &R T

7» RoOF|ENE?

BIERRTHEICBITABEHERRICIEEINTWS

%mej/ Yl ioT\§#ﬁ<EK5 g
BAATIE, 1974F (AN THFE. Z D 1990FA 1S JLEIEH, 4
20054 (I3 BEEBTHRELTWD AN -
FRHELTT 0 F BN B BB, T A L AESs ¥ DI ['“’E'f\ﬁﬁ%‘:@”f e J
B A SBEEE 14 < SRR D T B, BIVORIT AR Z B 551 %

EN TS

= VP6 DD IS EHT
» Yo R e VPSS T B RV /8y
»‘.h // ! r"?‘ ;1 ; : ‘i;}‘: ; Vi ?é"_g :

z ?j .’ ~{:, ik T

A; BRUINIBEEDEATE

A,

e e et e 75 RVP6 D HLAEREHT
4»xﬁ%®:;ﬁL%ﬁ&¢5 Alm R&Lt#/A%ﬁt VP6Z EBTVD/EH & 14
ICHEhhbhod, RNFROMEARE HBULIATFTITIEVPeHFEL AW TR ARAT

e 3.VP6EVP3 & fEET 2 417 L/ BEETHVPE-VPIELIHET 2
‘A PaRS

: ; 250
HA.vp3 _Input  (anti-HA) (anti-Flag) I*::) $1HA

+ + + + X
- + - +

IP: Anti-Flag
*P<0.01

N
=3
5]

Flag-VP6

o
3

1 VPGT\i%\BTVLii%K\—@: n HA-VP3 »[- . " |(anti-HA) ? jg
N ® & Flag-vP6 > .

(anti-Flag)

=)
=)

Binding activity (% of WT)

o
3

o

R S o T '1?’1??\(1'0

-1
~—q1 } VPé6-deficient BTV

[ \ (B . ‘ VP6£i279‘287aa®{ﬁ\E\iﬁ’6VP3t%ﬁ/ﬁ\
R T R éHAmHag L. fTh28s&EBDFAL > (V)

Virus titer (PFU/ml)

Times (h) after infection ~ Matsuo etal J Virol 2011 286%.‘% E DT v =T 5 -2 (F) 75‘\
+ A~ 3
2 VPGAJ:EBTV*‘L% j: EF‘ 7|K—L% NMR model No.13 Protein G ISR L\'ng % 5

ik core Pal’tleles Pu"fled from (BTV d2VP6, Matsuo et al BBRC 2015) Sepharose beads
cells BSR cells N L L _
T ; 5. VP6AVP3 & A A L EBTVRIF IZ R TS/ Y . R TE AL
ElBSR-VPS [IBSR 3A _wt

Bar: 100 nm
Matsuo et al J Virol 2013

VP6EREKESE D LT/ L
VP1, VPADERY AHIZKIT 2
—VP6ISHL T FEAICER

Virus titer (PFU/mI)

d278/287 = RYF/3A RA

ﬁgﬁ : *ﬁ?ﬁ;ﬁi ‘: LiVP3 t vpswﬁébi‘ﬁgﬁ—c\\ﬁ 6 2 : Matsuo et al J. Virol 2018

FRRFARF RFEMER BIEEFIHFMRE
MWE RF EBIESE © eiko_matsuo@amethyst.kobe-u.ac,jp




FERAML

1.

1.

Matsuo E, Yamazaki K, Tsuruta H and Roy P. “Interaction between a Unique Minor Protein and a Major
Capsid Protein of Bluetongue Virus Controls Virus Infectivity”, J. Virol, 2018, e01784-17.

Matsuo E, Saeki K, Roy P and Kawano J. “Development of reverse genetics for Ibaraki virus to produce
viable VP6-tagged IBAV”FEBS Open Bio, 2015, 445-53.

Matsuo E. “Reverse genetics systems for orbiviruses reveal the essential mechanisms in their replication
(Review)”, Uirusu. 2014, 203-12.

Matsuo E, Leon E, Matthews SJ and Roy P. “Structure based modification of Bluetongue virus helicase
protein VP6 to produce a viable VP6-truncated BTV “, Biochem Biophys Res Commun, 2014, 603-8.

Matsuo E and Roy P. “Minimum requirements for bluetongue virus primary replication in vivo”, J. Virol,
2013, 882-9.

Matsuo E, Celma CC, Boyce M, Viarouge C, Sailleau C, Dubois E, Bréard E, Thiéry R, Zientara S, and Roy P.
“Generation of replication-defective virus-based vaccines that confer full protection in sheep against
virulent bluetongue virus challenge ”, J. Virol, 2011, 10213-21.

43R

FRER

=

Matsuo E, Omori H, Saeki K. and Kawano J. “Visualization of Epizootic hemorrhagic Disease Virus Entry
and Protein Synthesis” 566[B|H A7 A L AZSF i E S

Matsuo E, Hamaji M, Omori H, Tsuji H, Saito A, Roy P, Saeki K, Kobayashi T and Kawano J. “Further
analysis of Ibaraki virus VP6 to produce fluorescence-labeled orbiviruses” 13th International dsRNA Virus
Symposium

Matsuo E, Yamazaki K, Tsuruta H and Roy P. “Interaction between a Unique Minor Protein and a Major
Capsid Protein of Bluetongue Virus Controls Virus Infectivity”, Ninth Internantional Virus Assembly
Symposium

Matsuo E, Saeki K, Kawano J and Roy P. “F L E 7 A JL XIEIE R > /X7 BVP6 DN /BTE & genome
packagingt¥gEICBI ¥ A E70EMEF2BERA X IR

Matsuo E, Saeki K, Kawano J and Roy P. “Biological roles of a loop region of orbivirus VP6 in virus
replication” 2865 H A A JL R FZFMTE S

394

Rret

AL
HEIRTZESE

London School of Hygiene & Topical Medicine, KR AKFHMEYRATAT B



